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Biological samples of whales for genetic analyses are col-
lected through different kinds of surveys conducted by
the Institute of Cetacean Research (ICR) as well as from
by-caught and stranded animals and from past commer-
cial whaling samples. The objective of this note is to sum-
marize the number of samples/data collected to date.
The sources of samples are the following:

« Skin samples from whales taken under special permit
scientific whaling. See details in GOJ (2015; 2017).
Skin samples obtained by biopsy sampling under

the non-lethal component of the special permit
scientific programs. See details in Mogoe et al.
(2017).

Skin samples obtained by biopsy sampling during

dedicated sighting surveys (national and interna-
tional). See details in Isoda et al. (2017) and Mat-
suoka et al. (2017).

 Skin and muscle samples obtained from by-caught
whales (such samples are provided to ICR from 1
July 2001 following a national-established proto-
col). See details in the link: http://www.jfa.maff.
go.jp/j/whale/w_document/pdf/041012tsuuchi.
pdf.

« Skin and muscle samples obtained from stranded

whales. Systematic record and sampling from

stranding are conducted by ICR since 2004. See

details in the link: http://www.jfa.maff.go.jp/j/

whale/w_document/pdf/manyuaru2012kaisei.

pdf.

Historical samples from past commercial and

special permit scientific whaling (e.g., baleen and
blood samples).

Table 1 summarizes the genetic samples available in
ICR, which were collected from the above described
sources. This data set is one of the largest and most
comprehensive in the world. Samples are used mainly for
genetic analyses on population structure and phylogeny
of baleen whales, and to a lesser extent, for analyses on
pollutants and feeding ecology.

Several genetic studies based on these samples have
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been presented to international meetings (e.g., Pastene
et al. 2016; Taguchi et al. 2017), and others have been
published in peer-reviewed journals (e.g., Pastene and
Goto, 2016; Malde et al. 2017).

Samples and data in Table 1 are available for co-
operative studies under established ICR protocol for data
access and collaboration. See details in the following link:
http://www.icrwhale.org/pdf/appendix2.pdf.
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